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PhD.  University, Molecular Microbiology)
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M. Sc. Islamic University, Biotechnology & Genetic Engineering First Class 2003-2004

Kushtia, Bangladesh (major: Microbiology)

B. Sc. Islamic University, Biotechnology & Genetic Engineering First Class 1999-2003
(Honors) Kushtia, Bangladesh

RESEARCH INTEREST

I am broadly interested in a) Microbiology (pathogenic virus and bacteria) b) Molecular Biology ¢) Safety, and sanitation d)
Prevalence of common zoonotic bacteria and viral pathogens, including Nipah, Dengue, Salmonella, Escherichia coli, and
Bacillus.

Bioinformatics: Next-generation sequencing (NGS) data analysis, metagenome, transcriptome, RNA-seq data analysis, and
whole genome sequence (WGS) analysis. Bioinformatic software, including Geneious, MUMer, MEGA, MrBayes and so
on.

Research experience:

Besides my PhD research, I have the experience to work different potential projects as an associate researcher at
Kangwon National University, South Korea. During postdoctoral period (2021-2023), I am involved in the
project:

“Establishment of digital prescription system for controlling major sucking insect pests in rice, PJ015619”. As
Bangladeshi collaborator, I have experience to research handling, Title: ASEAN virome analysis, database
construction, and infection mechanism and spread model research for preemptive response to domestic invasion.

PROFESSIONAL EXPERIENCES

Insect Molecular Toxicology Lab. Applied Biology.
College of Agriculture and Life Science, Kangwon
National University, Chuncheon 24341, SouthKorea
(https://www.kangwon.ac.kr/english/indexnt)

Genomic Laboratory, Dept. of Forestry and
Environmental system, Forest College, Kangwon
National University, Chuncheon 24341, South Korea.
(https://www.kangwon.ac.kr/english/indexnt)

2022/02/01-2023/12/31 - Post-Doctoral Fellow

2021/08 -2022/01.28. Post-Doctoral Fellow
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2018/03 - 2019/07/30. Post-Doctoral Fellow

Genomic Laboratory, Dept. of Forestry and
Environmental system, Forest College, Kangwon
National University, Chuncheon 24341, South Korea.
(https://www kangwon.ac.kr/english/indexnt)

2022/04/18- present Professor

Islamic University, Kushtia, Bangladesh,
https://www.iu.ac.bd

2018/04 —2022/04/18: Associate Professor

Islamic University, Kushtia, Bangladesh,
https://www.1iu.ac.bd

2013/04 - 2018/03/30 Assistant Professor

Islamic University, Kushtia, Bangladesh,
https://www.iu.ac.bd

2010/04 -2013/03/17. Lecturer

Islamic University, Kushtia, Bangladesh,
https://www.iu.ac.bd

2008/01-2010/03/31 Senior Biology Lecturer

Salvation International School and college (SISC; A &
O level), Dhanmondi, Dhaka, Bangladesh
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pyrethroid resistance mechanism in Helicoverpa armigera. bioRxiv 2023.12.18.572109. (Journal of Pest Science,
SCIE index, IF=4.8, Q1, Springer)

Rahman, Md Mafizur, Nam H, Choi N, Kim J. Development of Molecular-Based Species Identification and
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Taylor and Francis).
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#Md Mafizur Rahman, Sanjin Lim, Heuk Kim, Jay Cho, and Yung Park (2020). Prevalence data of diarrheagenic
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2019, 103830. (Scopus, IF=1.133, Q3, Elsevier).
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and Chemistry. 78: 431-439. (SCI Indexing, IF=1.85, Q2, Elsevier).

#M. Mafizur Rahman, Yoon K B, Lim S J, Jeon M G, Kim HJ, Kim HY, Park YC. (2018). Molecular detection by
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and A. peninsulae). Genet Mol Res. 16 (2). (Scopus Indexing, IF=0.78, Q4).
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Maliha Paul, Md. Ashikur Rahman, Syed Rahman, M. Mafizur Rahman* (2025). Nanotechnology in Livestock and
Poultry Industry: A Farm to Fork Perspective. Nano Today. (Scopus, SCI; IF=10.9 (Review)

Mst. Shanzeda Khatuna, Md. Ashikur Rahman, Md Mafizar Rahman¥*(2025). Plant-Derived therapeutics for
COVID-19: Clinical effectiveness and research evolution through bibliometric mapping. Journal of Herbal Medicine.
(Review). SCIE; IF=1.9

Ariful Haque, Ridita Binte Alam, M. Mafizur Rahman* (2025). Dengue prevalence and host-pathogen dynamics
in selected divisions in Bangladesh. (In preparation)

Walid Hasan, Md. Chayan Ali, M. Mafizur Rahman* (2024). Complete genome sequence of Escherichia coli strain
IUBTGE_WHBCO1. (In preparation)

Walid Hasan, Chayan Ali, M. Mafizur Rahman* (2024). Whole-genome sequence characterization of multidrug-
resistant Diarrhoegenic pathogenic Escherichia coli isolated from human, animal fecal, and environmental sources
in Kushtia, Bangladesh. (Ongoin)



Md Abdul kadir, M Chayan Alil, Walid Hassan, M. Mafizur Rahman* (2024). Molecular Characterization and
Antibiogram Profiling of the Isolated Food-borne Pathogenic Bacteria on Fresh-cut Salad Vegetables. J. Sci. Technol.
(Accepted)

Md. Chayan Ali, Anjumana Jannati Nur, *Md Mafizur Rahman (2024). Antioxidant Rich Phytochemicals:
Preclinical to Clinical Trials of Phytochemicals: A Potential Alternative and Complementary Treatment Option
Against COVID-19. Phytomedicine Plus. Manuscript ID: PHYPLU-D-21-00430. (Scopus, SCI; IF=5.34 (In

Jannatul Ferdous, Palash Bose, Abdullah al Mamun, Fahim hossain, Walid Hasan *M. Mafizur Rahman (2024).
Molecular identification and multidrug resistance profiling of isolated common food-borne pathogenic bacteria from

S.M.J. Al-Mujahidy, Md. Chayan Ali, Bishnu Dev Das, Niroj Paudel, Md Obyedul Kalam Azad, M Mafizur
Rahman* (2024). Cultural and Molecular Detection of Staphylococcus hominis Isolated from Traditional Yogurts
Sold in Retail Sweet-shop in Dhaka, Bangladesh. Microbiology (In preparation).

5
Review).
6
poultry fecal (In preparation).
7.
8

Fahim hossain, Walid Hasan, Chayan Ali, *M. Mafizur Rahman (2022). Phylogenetic position of the based on
complete mitochondrial genome sequences of Megaderma lyra. (In preparation).

PROJECT INVESTIGATOR ROLE

Completed Research Projects Grants: (role as Project Investigator, PI)

SL. Titles Year Duration Cost Source of
(thousand Funding
, BDT)
i. [Strengthening Food Safety in Bangladesh 2024-25 1y 1250 Food Safety Authority,

[Using Next Generation Sequencing and Bangladesh
Culture Based Methods to Characterize and
Monitor Antibiotic-Resistant Bacteria and
their Resistance Genes Isolated from
Livestock Derived Foods

ii. [Microbial Community in Nipah-virus 2023-24 ly 300 University Grant
Carrying Fruit bats (Pteropus spp) Guano with Commission (UGC)
Culture-independent and Culture-dependent
methods.”

iii. [ASEAN virome analysis, database 2021-23 2ys 2200 South Korea
construction, and infection mechanism (collaborative project)
and spread model research for preemptive
response to domestic invasion.

iv. | Genomic characterization and 2021-22 ly 150 Islamic University
antibiotic resistance profiling of provided by University
food-borne pathogenic Salmonella Grant Commission
isolated from fresh-cut fruits and (UGO)
vegetables.

v. | Molecular characterization and 2021-22 ly 250 MINISTRY OF
antibiotic resistance profiles of SCIENCE AND
isolated common food- borne TECHNOLOGY,
pathogenic bacteria from fresh-cut Bangladesh.
fruits and vegetables in Bangladesh

vi. | Genomic Characterization and 200-2021 ly 200 Islamic University
Multidrug Resistant provided by University
Diarrheagenic Escherichia coli Grant Commission
Isolated from Bovine Feces and (UGC)
Environmental Sources in
Bangladesh

vii. | Molecular phylogeny of Nipah-virus 2019-20 ly 300 University Grant
carrying bats using mitochondrial Commission (UGC)
DNA in Bangladesh




viii.

In silico analysis of outer membrane
protein C (Omp C) of Salmonella
Typhimurium to develop a target
vaccine

2018-19

ly 120

Islamic University
provided by University
Grant Commission
(UGO)

ix.

Explore the chromium detection
mechanism of cultivated rice varieties
in Bangladesh.

2018-19

ly 250

MINISTRY OF
SCIENCE AND
TECHNOLOGY,
Bangladesh.

Students Proj

ect as a supervisor

Chemical Profiling and Identification
of Drug Candidates from Mango
Ginger (Curcuma amada) Targeting
Acetylcholinesterase to Use as
Therapeutic Agents in
Neurodegenerative Diseases
(Parkinson Disease, Alzheimer’s
Discase)

2020-21

ly 70

University Grant
Commission (UGC)

xi.

Isolation, Identification and
Molecular Characterization of Heavy
Metal Stress Tolerant Bacteria from
Different Contaminated Sources

2020-21

NST Fellowship

Xii.

Isolation, molecular identification and
antibiogram profile of pathogenic
bacteria from fresh fruits and
vegetables with their controlling
measures

1999-20

NST Fellowship

xiii.

Molecular Characterization of
Microbial Community through
Metagenomic Approach from Bat
Fecal

2019-20

ly 60

NST Fellowship

PATENTS

Yung Chul Park, Md Mafizur Rahman, S.J. Lim. 2018. Development of multiplex PCR kit and detection of
pathogenic Escherichia coli (E. coli O157:H7). Kangwon National University, Korea. Patent application No HP-17-076.

Yung Chul Park, Md Mafizur Rahman, S.J. Lim. 2017. Development of multiplex SNP-based PCR kit and detection of
Salmonella spp. Kangwon National University, Korea. Patent No: 10-182857

AWARD RECEIVED

=  University Rank Holder in M.Sc. (2" in Position), Biotechnology and Genetic Engineering, Islamic University,
Bangladesh.

= Best graduate student oral Presentation Award from “International Conference on “New

= Multidisciplinary Perspective of forest and Environmental Resources-2016” organized by Institute of Forest
Science, Kangwon National University.

=  BEST-KNU Scholarship Award September 2014 to February 2018 from Kangwon National University, South
Korea.

=  Woojung Foundation Scholarship from Feb, 2015 to June, 2017, South Korea

= Certificate: Korean-Level 2 and KIIP level 1

= Qutstanding cooking performance award: The 2019 Gangwon Namul-Bap Cooking Contest’. Organized by
Gangwon Do Federation of Korea Rural Life Improvement Association

EDITORIAL MEMBER

March 2020 - Present: Editorial board member of Journal of ecology and environment. BMC (part of Springer nature,
Scopus), South Korea. (https://jecoenv.biomedcentral.com/)
December 2020 - Present: Associate editors of Journal of Agricultural Food and Environment (JAFE). SAFE society, South



Korea. (http://journal.safebd.org/index.php/jafe)
March 2018- Present: Editors in JURNAL SYLVA LESTARI (JSL) Forestry Journal. Indonesia.
https://sylvalestari.fp.unila.ac.id/index.php/JHT

REFERENCES

Yung Chul Park, (PhD Professor) Kim Juil (Postdoc professor)

Genomics Lab, Environmental Science, Kangwon National Insect Molecular Toxicology Lab. Applied Biology.,
University, Agriculture and Life Science Research Institute, Kangwon
Chuncheon, Gangwon-Do, 200-701, Korea Tel: 82-033- National University, Chuncheon 24341, South Korea
250-8366 E-mail: foeweek@kangwon.ac.kr

Fax: 82-033 257-8361
E-mail: parky@kangwon.ac.kr

I declare that the information I have given in this CV is true and correct and I have personally signed this.

%

(Md Mafizur Rahman)
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